The title compound, C 32 H 35 N 3 O 5 , is an important fluorescence probe. It is composed of a 1,4,7,10-tetraoxa-13 2 -azacyclopentadecane unit linked to a twisted (Z)-2-(4-{[(E)-2-hydroxybenzylidene]amino}phenyl)-3-phenylacrylonitrile chain. In the molecule, an O-HÁ Á ÁN hydrogen bond forms an S(6) ring motif. There is also in intramolecular C-HÁ Á ÁN hydrogen bond in the azacrown ether moiety, which also forms an S(6) ring motif. In the crystal, molecules are linked via pairs of C-HÁ Á ÁO hydrogen bonds, forming inversion dimers.
Structure description
The cavity size of a crown ether provides selectivity for a great many cations, such as K + (Wang et al., 2012) , Na + (Kim et al., 2010; Gunnlaugsson et al., 2001; 2002) , or Ba 2+ (Weissenstein & Wü rthner, 2015) . Herein, we report on the synthesis and crystal structure of the title azacrown ether derivative.
The molecular structure of the title compound is illustrated in Fig. 1 . It is composed of a 1,4,7,10-tetraoxa-13 2 -azacyclopentadecane unit linked to a twisted (Z)-2-(4-{[(E)-2hydroxybenzylidene]amino)yl)-3-phenylacrylonitrile chain. There is an intramolecular O-HÁ Á ÁN hydrogen bond forming an S(6) ring motif, and an intramolecular C-HÁ Á ÁO hydrogen bond also forming an S(6) ring motif (Table 1 and Fig. 1 ). The central benzene ring, C8-C13 is inclined to the two neighbouring benzene rings, C1-C6 and C17-C22, by 32.0 (3) and 16.8 (3) , respectively. The latter two rings are inclined to one another by 16.6 (3) .
data reports
In the crystal, molecules are linked via pairs of C-HÁ Á ÁO hydrogen bonds, forming inversion dimers (Table 1 and Fig. 2 ).
Synthesis and crystallization
We first prepared the title compound by a solid-state grinding reaction. The present sample was prepared by mixing (Z)-3-(4-(1,4,7,10-tetraoxa-13-azacyclopentadecan-13-yl)phenyl)-2-(4-aminophenyl)acrylonitrile (0.1 g, 0.24 mmol) and 2-hydroxybenzaldehyde (0.06 g, 0.49 mmol) in an ethanol solution, which was then refluxed at 353 K for 2 h. After the completion of the reaction, the solvent was removed via vacuum filter and dried to give a red powder. Red block-like crystals were obtained by slow evaporation of a solution in ethanol .
Refinement
Crystal data, data collection and structure refinement details are summarized in Table 2 . Table 1 Hydrogen-bond geometry (Å , ). Symmetry code: (i) Àx þ 3; Ày þ 2; Àz.
Figure 2
A view along the a axis of the crystal packing of the title compound. Hydrogen bonds are shown as dashed lines (see Table 1 ), and H atoms not involved in these interactions have been omitted for clarity. 
Figure 1
The molecular structure of the title compound, showing the atom labelling. Displacement ellipsoids are drawn at the 50% probability level. Special details Geometry. Bond distances, angles etc. have been calculated using the rounded fractional coordinates. All su's are estimated from the variances of the (full) variance-covariance matrix. The cell esds are taken into account in the estimation of distances, angles and torsion angles Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) N1-C8 1.430 (6) C9-H9 0.9300 O1-H1A 0.8200 C10-H10 0.9300 N2-C20 1.381 (7) C12-H12 0.9300 N2-C31 1.448 (7) C13-H13 0.9300 N2-C23 1.459 (7) C15-H15 0.9300 N3-C16 1.142 (8) C18-H18 0.9300 C1-C6 1.389 (9) C19-H19 0.9300 C1-C2 1.366 (8) C21-H21 0.9300 C2-C3 1.376 (8) C22-H22 0.9300 C2-C7 1.548 (8) C23-H23A 0.9700 C3-C4 1.392 (8) C23-H23B 0.9700 C4-C5 1.380 (9) C24-H24A 0.9700 C5-C6 1.361 (9) C24-H24B 0.9700 C8-C13 1.387 (8) C25-H25A 0.9700 C8-C9 1.382 (7) C25-H25B 0.9700 C9-C10 1.376 (7) C26-H26A 0.9700 C10-C11 1.389 (7) C26-H26B 0.9700 C11-C12 1.391 (7) C27-H27A 0.9700 C11-C14 1.492 (7) C27-H27B 0.9700 C12-C13 1.381 (8) C28-H28A 0.9700 C14-C16 1.438 (8) C28-H28B 0.9700 C14-C15 1.348 (7) C29-H29A 0.9700 C15-C17 1.456 (7) C29-H29B 0.9700 C17-C18 1.392 (7) C30-H30A 0.9700 C17-C22 1.385 (7) C30-H30B 0.9700 C18-C19 1.376 (7) C31-H31A 0.9700 C19-C20 1.403 (7) C31-H31B 0.9700 C20-C21 1.402 (7) C32-H32A 0.9700 C21-C22 1.371 (7) C32-H32B 0.9700
Hydrogen-bond geometry (Å, º) 
